
3,703 non-redundant Y2H ISTs

 YES
NO

More than one Y2H IST for the Y2H interaction?
 

Positive in the Y2H retest? 

YES

Collapse Y2H ISTs
-giving rise to the same DB-X/AD-Y

-polymorphic and splice variants with same Entrez gene ID
-found in both configurations (DB-X/AD-Y and DB-Y/AD-X) 

DB-X corresponds to a strong auto-activator?

Nonsense mutation or frameshift found in all Y2H ISTs of the Y2H interaction?

Y2H ISTs (10,597)
DB-X/AD-Y

12,251 Positive
Colonies

DB PCR
96% success

AD PCR
96% success

DB sequencing
96% success

AD sequencing
96% success

PHRED score analysis

BLASTN against hORFeome v1.1
 E value <1x10 -20

DB ISTs (11,210)

DB-X
sequences

AD ISTs (11,194)

AD-Y
sequences

or

or

   2,754 Y2H 

interactions

 NO Not considered
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Supplementary Figure 1c

Lane GST-bait MW (kDa) Myc-prey MW (kDa) Score
A 68.48 55.77 co-AP+
B 84.79 31.69 co-AP+
C 46.09 16.97 co-AP+
D 29.49 48.55 co-AP-
E 80.63 20.04 co-AP-
F 50.16 50.16 co-AP-
G 108.97 27.77 co-AP+ with weak signal for the GST-alone control
H 37.14 37.14 co-AP+ with weak signal for the GST-alone control
I 46.11 35.06 co-AP+ with weak signal for the GST-alone control
J 42.69 49.7 strong signal with GST-alone control
K 17.45 44.09 strong signal with GST-alone control
L 77.53 19.64 strong signal with GST-alone control
M 87.98 83.02 No GST-bait protein expression
N 70.16 30.37 No Myc-prey protein expression
O 70.64 155.91 No full-length Myc-prey protein expression


